Integrating advanced NLP techniques with

the OMOP CDM enhances the accuracy and
completeness of hematologic oncology data

Enhancing Hematologic Oncology Data Capture tn the OMOP CDM: Methodological Advances and
Challenges

Background: Accurate data capture in hematologic oncology is crucial for understanding disease
progression and outcomes, but traditional methods often miss complex variables. This study applies a
natural language processing (NLP) pipeline within the OMOP CDM to enhance the capture of key variables
In diseases like chronic lymphocytic leukemia (CLL) and multiple myeloma (MM), improving the quality and
depth of oncology research data.

NLP Pipeline: We applied multilingual transformer- Finetuning: Out-of-the-box (OOTB) precision
based models, trained on in-house curated data, for metrics show clear improvement upon finetuning
concept recognition, normalization and attribute during validation, based on expert feedback, leading
extraction such as negation and temporality. to enhanced accuracy after refinement.
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Conclusion: \We demonstrate the effectiveness of integrating an NLP pipeline with structured
data mining in OMOP CDM databases to improve data capture in hematologic oncology. High
precision, recall, and F1 scores validate the reliability of this approach, which enhances the
quality of datasets and supports large-scale, multicenter research. Our findings highlight the
potential of NLP to significantly improve data management and insights in cancer research.

Narges Farokhshad', Shahbaz Pervaiz'!, Geert Van Gorp!, Dries Hens'
'LynxCare Inc., Leuven, Belgium.

Clara L. Oestel, lege Bassez!, Jana Van Canneyt!, Alina Kramchaninova', Lucas Sterckx,
@ LYNXCARE




	Slide 1

